Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.042; wR factor = 0.112; data-to-parameter ratio = 13.2.
In the title molecule, C 35 H 33 N 3 O 6 , the pyrrolidine ring adopts a twist conformation. The molecules are paired into centrosymmetric dimers by weak intermolecular C-HÁ Á ÁO hydrogen bonds. The dimers interact further again via C-HÁ Á ÁO hydrogen bonds and N-HÁ Á ÁO intramolecular interaction also stabilize the crystal packing.
Related literature
For the pharmacological properties of -lactam derivatives, see: Alcaide et al. (2000) . For general background, see : Cremer & Pople (1975); Nardelli (1983) ; Beddoes et al. (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). In (I) (Fig. 1) , the pyrrolidine ring adopts a twist conformation. The puckering parameters (Cremer & Pople, 1975) and the asymmetry parameter (Nardelli, 1983) for this ring are q 2 = 0.382 (2) Å, π = 340.9 (2)° and Δ2(C3) = 0.48 (14)°, respectively. The sum of angles at N1 of the pyrrolidine ring system [327.14 (12)°] is in accordance with sp 3 hybridization (Beddoes et al., 1986) . The β-lactam ring is planar and the keto atom O5 deviates from this plane at 0.049 (1) Å.
The weak intermolecular C-H···O hydrogen bonds (Table 1) contribute to the crystal packing stability. and anhydrous MgSO 4 (2.0 g) in dry chloromethane (10 ml) at room temperature for 12 h to give the imine. The imine was washed with water and dried over Na 2 SO 4 . The solvent was evaporated under vacuum. The imine was then stirred with silver (I) acetate and nitrostyene (1.0 mol) in the presence of Et 3 N (1.2 mol) and molecular sieves in dry toluene (30 ml) again at room temperature for 12 h. The reaction mixture was filtered through a plug celite. The solvent was evaporated under reduced pressure and the residue was subjected to column chromatogaraphy on silicagel (100-200 mesh), with hexane and ethyl acetate (7:3) as eluent to give the product. The compound was recrystallized from ethyl acetate.
Refinement
C-bound H atoms were geometrically positioned (C-H=0.93-0.98 Å) and refined as riding, with U iso (H) = 1.5U eq (C) for methyl H 1.2U eq (C) for other H atoms. The H atom attached to N was located from difference Fourier map and isotropically refined with bond restraint N-H=0.90 (2) Å.
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of (I) showing the atomic numbering and 50% probability displacement ellipsoids.
Crystal data (7) 0.0174 (7) 0.0052 (6) 0.0459 (9) 0.0468 (9) 0.0470 (9) 0.0100 (7) 0.0147 (7) −0.0069 (7) C32 0.0301 (7) 
